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SEQ ID NO: 2 

S08167 

Balbiani ring 3 protein - midge (Chironomus tentans) 
C; Species: Chironomus tentans 

C;Date: 30-Sep-1991 #sequence_revision 30-Sep-1991 #text_change 21-Jul-2000 
C;Accession: S08167 

R;Paulsson, G. ; Lendahl, U. ; Galli, J.; Ericsson, C; Wieslander, L. 
J. Mol. Biol. 211, 331-349, 1990 

A; Title: The balbiani ring 3 gene in Chironomus tentans has a diverged 
repetitive structure split by many introns. 
A; Reference number: S08167; MUID: 90172404 
A; Accession: S08167 

A; Status: not compared with conceptual translation 

A;Molecule type: DNA 

A; Residues: 1-1700 <PAU> 

A;Cross-references: GB:X52263; NID:g7057; PIDN:CAA36506. 1 ; PID:g7058 

C;Genetics: 

A; Gene: BR3 

A; Map position: 4 

C; Super family: unassigned Balbiani ring proteins 



Query Match 11.0%; Score 257; DB 2; Length 1700; 

Best Local Similarity 22.8%; Pred. No. 4.9e-ll; 1 

Matches 89; Conservative 47; Mismatches 145; Indels 110; Gaps 
18; 



Qy 79 KMYKCQLRK GGWQHNREQANLNSRTEETIKFAAAHYNTEILKSIDNEWRKTQCMPR 134 

I II: I M ::|:: :|| II I : I | 
Db 727 KTCKCKCEKEMPTGGCENNKKWC DETCDCVCPQKNTCIAPKV WDAKTCS-- 775 

Qy 135 EVCIDVGKEFGVATNTFFKPPCVSVYRCGG CCNSEGLQCMNTSTSYLSKTLF 186 

H II: :l II : :: :: : : 

Db 776 --CI CVNPPKCNSPQVLKDTCCCGCQNVKSCKAPQKFI-ENIC 815 

Qy 187 EITVPLSQGPKPVTISFANHTSCRCMSKLDV YRQVHSI IRRSLPATLPQCQA 238 

I : I : II:: : : | : I I I 

Db 816 DCACPNKKQCKAPLVWSDEFCDCVCPNSASMKTCLSPKEWNKVTCTCDCNPPK — PDC — 871 

Qy 239 ANKTCPTNYMWNNHICRC— LAQEDFMFSSDAGDDSTDGFHDICG-PNKELD 287 

II I : 1:1 II I II : | || |: :|| 

Db 872 CPGTQKWMDDKCKCGCPNAQTDC AGGKKFNDFTCSCGCPSGKLDCTGNTKW 922 

Qy 288 -EETCQCVCRAGLRPASCGPHKELDRNSCQCVCKNKLFPSQCGANREFDENTCQCVCKR- 34 5 

I I I I I I : I I I : I I I I I I I I : I : I : : : I I : I I I | 

Db 923 SAETCTCGC— GDVNRNCGNLKNFNDNLCQCECKNKQEMANCKSPRTWNYDTCKCVCKNA 980 

Qy 34 6 TCPRNQPLNPGKCACECTESPQKCLLKGKKFHH 378 

Ml I : |:||| : : I M : : 

Db 981 DDSDDCVKPQIWLDDQCKCGCPASAQMTCPANKRFIEKSCSCECKSPMPSPIPQGKKWNE 1040 

Qy 379 QTCSCYRRPCTNRQKACEPGFSYSEEVCRCV 409 

I I I I I I : : I : | : 

Db 1041 DKCW ECAN-VKTCEGPQRWCDNQCKCI 1067 



